


















 

 



 



 



 



 





 

 



 



 

 



 

 

 



 

 



 



 



 



 

 

 

 

 

 



 

 

 



 





 

 

 





 







 

 



 



 



 

 



 

 

 

 

 

 



 





 

 



 

 

 



 



 

 



 

 



 

 



 



normalized difference 
of mean fluorescence 

intensity  

NCCIT  NCCIT + rhGDF3  

T0-T1  0.641  +/-  0.015  0.642  +/-  0.005  

T1-T2  0.641  +/-  0.018  0.657  +/-  0.006  

T2-T3  0.623  +/-  0.003  0.583  +/-  0.021  

normalized difference 
of mean fluorescence 

intensity  

NCCIT scr  NCCIT sh1GDF3  

T0-T1  0.677  +/-  0.003  0.693  +/-  0.006  

T1-T2  0.671  +/-  0.001  0.667  +/-  0.008  

T2-T3  0.710  +/-  0.003  0.699  +/-  0.006  

 



 

  p 0.05 FC 1.5 

# of genes 
with official 

gene 
annotation 

 #of up-
/downregulated 

genes 

# of genes 
mapped and 
annotated by 

DAVID 

Analysis flow   

up 459 

A 
100ng/mL GDF3 + 

300ng/mL Nodal vs. 
untreated 

3197 2104 1226 
do 767 

1147 

up 292 
B 

300ng/mL Nodal vs. 
untreated 

1978 1270 604 
do 312 

553 

up 247 
C 

300ng/mL GDF3 vs. 
untreated 

1287 778 421 
do 174 

385 

up 201 
D 

100ng/mL GDF3 vs. 
untreated 

1348 891 390 
do 189 

370 

up 834 
E 

GDF3 KD vs. 
scrambled 

5395 3291 2075 
do 1241 

1827 



 



 

 

Stimulation 
/ 

knockdown 
  

Developmental 
processes 

Mesoderm 
development 

Ectoderm 
development 

Neurogenesis 
Signal 

transduction 

# genes 176 54 57 52  ns. 

%        15,5 4,7 5 4,6 ns. A 

100ng/mL 
GDF3 + 

300ng/mL 
Nodal p-Value 1,40E-07 1,90E-04 4,30E-03 2,20E-03 ns. 

# genes 109 33 41 39 137 

% 19,3 6 7,5 7,1 25 B 
300ng/mL 

Nodal 

p-Value 4,20E-10 7,30E-05 5,60E-06 1,10E-06 5,80E-07 

# genes 59 ns. 25 25 103 

% 15,3 ns. 6,5 6,5 26,8 C 
300ng/mL 

GDF3 

p-Value 2,30E-02 ns. 1,10E-02 1,80E-03 4,70E-05 

# genes 52 ns. ns. ns. 85 

% 14,1 ns. ns. ns. 23,1 D 
100ng/mL 

GDF3 

p-Value 5,60E-02 ns. ns. ns. 6,40E-03 

# genes 329 95 117 105 415 

% 18,2 5,3 6,5 5,8 23 E GDF3 KD 

p-Value 1,40E-21 2,90E-08 4,10E-10 4,70E-10 4,40E-09 

 





 



 



 

 

 



 

 



 



 



 





 

 



 

 





 

 

 

 









 



 







 





 





 































 



 









 

 

 

 

 

 

 

 




